
Review Calapooya  

Creek Study 

Determine which genomic combinations were most successful in 

producing young in next generation (fitness) 

Develop rapid cost effective techniques to identify key 

markers for mate selection 

Re-evaluate study 

For 3 consecutive years- 
Use  rapid cost effective markers to identify ‘WILD-LIKE’ 
Mating choices and cross parents accordingly  and rear 

offspring in 1-3 hatcheries 

Determine reproductive 
success using genetic 
pedigree on returns  

Mate Selection 

Able to develop effective  

techniques? 

Genomic combinations clearly 
determined ? 

Continue until  

study complete 

Re-evaluate study 

Revise  

Phase #1 

3 Years  

$700 K 

Phase #2 

1 Year  

$200 K 

Phase #3 

12 Years 

 

$3.700 K 

 

NO 

NO 

YES 

YES 

OHRC Board 

Report Due 

Annually  

Reports to OHRC annually with 
significant thresholds at  
Year 5 (1st rep full return) 
Year 7 (1st grand rep full return) 
Year 8 (1st grand rep full return) 
Year 12 (all 3 grand rep full return) 

EXTENSIVE  

GENETIC SAMPLING 

and ANALYSIS 

APLICATION of 

 RESEARCH  

RESULTS 

FIELD TESTING 

of “WILD-LIKE” 

MATING  

PRACTICES in-

HATCHERIES 

OHRC Board 

Report Due 

Annually 

For 3 consecutive years- 
Use  ‘TRADITIONAL’ random mating (or other) practice 

employed at hatchery to cross parents and rear  
offspring as ‘traditional replicates’ 

Release 

smolts 

Release 

smolts 

Determine reproductive 
success using genetic 
pedigree on returns  

Continue “WILD-LIKE’ and “TRADITIONAL’ crosses in the hatch-
ery but with returns from each mating type as broodstock 
source to determine if difference remains significant for 2nd 

No 

 

 

Compare relative success of ‘WILDLIKE’ vs 

‘TRADITIONAL’ mating in the hatchery 

Is there a 

difference? 

YES 

Re-evaluate study 


